Expression vectors. Plasmids with CTNNBL1 and its mutants have been described previously (1, 2).
.
List of plasmids and primers used.
Primer
Construct name/Primer sequence Vector Enzyme
HA-CWC15
GST CDC5L For each region of the protein (aa position) disorder disposition is indicated in the y-axis, with values above 0.5 predicting a disordered secondary protein structure and below structured regions as predicted by three methods, VSL2b (5) (blue curve), VL3 (6)(red curve), VLXT (7) (grey curve) (http://www.disprot.org/). 53% 55%  54%  55%  54%  55%  56%  56%  56%  57%  51%  53%  54%  54%  56%  0%  1%  1%  0%  1%  1%  1%  1%  1%  1%  1%  1%   1%   0%  1%  1%  2%   0%   1%  4%  214  229  4  14  6.81 --6.99  46% 50% 53% 51% 52%  26% 43%  53%  53%  51%  44%  48%  50%  50%  52%  21%  31%  49%  50%  51%  1%  2%  1%  1%  1%  1%  0%  2%  1%  1%  1%  1%   1%   1%  1%  0%  1%   1%   2%  3%  216  229  3  12  4.92 --5.42  34% 37% 41% 40% 41%  12% 28%  39%  40%  39%  33%  38%  40%  40%  40%  9%  16%  36%  39%  40%  0%  1%  1%  0%  1%  2%  1%  1%  1%  1%  1%  0%   1%   1%  0%  0%  1%   0%   1%  3%  216  229  4  12  4.92 --5.34  34% 38% 41% 40% 41%  13% 26%  39%  40%  39%  33%  38%  40%  40%  40%  9%  16%  36%  39%  40%  1%  1%  1%  0%  1%  1%  1%  1%  1%  0%  1%  0%   1%   0%  0%  2%  0%   0%   1%  2%  216  229  5  12  4.93 --5.34  35% 37% 41% 40% 41%  13% 29%  39%  40%  38%  32%  38%  40%  40%  40%  10%  16%  37%  39%  40%  0%  0%  1%  0%  2%  2%  1%  1%  1%  2%  2%  1%   1%   1%  1%  2%  1%   0%   1%  2%  220  229  2  8  4.58 --4.81  38% 43% 47% 45% 47%  15% 33%  44%  46%  45%  38%  44%  47%  48%  48%  11%  19%  42%  45%  47%  1%  2%  1%  1%  1%  1%  1%  1%  2%  1%  1%  0%   1%   1%  1%  0%  1%   1%   1%  4%  220 
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